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Subsystem Category Distribution Subsystem Feature Counts

B Cofactors, Vitamins, Prosthetic Groups, Pigments (228)
B Cell Wall and Capsule (70)

Il Virulence, Disease and Defense (70)

@ Potassium metabolism (14)

[ Photosynthesis (0)

Miscellaneous (28)

B Phages, Prophages, Transposable elements, Plasmids (19) *
1 Membrane Transport (89) -
@ Iron acquisition and metabolism (24)

RNA Metabolism (64)

Il Nucleosides and Nucleotides (176)

@ [ Protein Metabolism (256)

I Cell Division and Cell Cycle (5)

Motility and Chemotaxis (10)

B Regulation and Cell signaling (27)

Secondary Metabolism (9)

DNA Metabolism (120)

[ Fatty Acids, Lipids, and Isoprenoids (150)

Il Nitrogen Metabolism (18)

@ Dormancy and Sporulation (65)

[ Respiration (91)

I Stress Response (69)

Metabolism of Aromatic Compounds (23)

Amino Acids and Derivatives (484)

Sulfur Metabolism (17)

Phosphorus Metabolism (25)

Carbohydrates (400)
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- ‘Metabolic features of B. baksanea:

éreads. Gene 1 C,-compounds utilization (methanol,
................................................................................... Annotation " . formaldehyde, methylamines) _
:Genome assembly denotes process of constructing of: 2 Riddan)ce of heavy lIons (cobalt, cadmium, zinc,g
] . . . . ‘one-piece genomic DNA molecule from reads. Regions of: : . copper
rlot-water springs are ubiquitous in CauCasus, Téglon o o overlap allowing reconstruction of genome sequence. MELSEBLEE 5 Resistance to thermo- and osmotic stresses.
of high tectonic activity. One of such is the spring : Tests | 1
located at the end of underground tunnel of Baksan i | e o . ENE
Neutrino Observatory 2 km under mountain rock. Its : = . | mjEm Future work
waters are hot and highly-mineralized, and : | o |
organisms inhabiting it possess unique features to * R E Knowledge Further metabolic characterization of B._ ba.ksanea will
resist such severe conditions. A new species from it : about be performed as well as characterization of the
Bacillus  baksanea has been isolated and : =8 [ | s ; Metabolism bacteriophage found in the genome. Assessment of
characterized in this work. e : biotechnological value of B. baksanea for methanol

utilization and water treatment from heavy metal ions.

Some pictures used in this poster were taken from: Baksan Neutrino Observatory site (https://www.inr.ru/bno/), map of Caucasus (https://www.grida.no/resources/7628), article in Science in School journal (https://www.scienceinschool.org/article/2018/decoding-dna-pocket-sized-sequencer/),
article about nanopore sequencing on Ksivalue (https://ksivalue.com/nanoporeru), lecture on bioinformatics by Jared Simpson from the Ontario Institute for Cancer Research (https://www.youtube.com/watch?v=5wvGapmA5zM&ab_channel=BioinformaticsDotCa). Design of poster comes mostly
from poster by lan Haydon (http://betterposters.blogspot.com/2016/11/critique-making-enzymes.html).



